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Objectives and added value of the Genetic Biodiversity Responsive Mode Project:

A number of difficulties slow down or even prevent the development of marine phylogeography and population approach of coastal ecology at a European scale:

· Due to vast distribution ranges and relative difficulty of sampling, phylogeographic study of marine organisms would be extremely improved by a network.

· Comparative analysis of phylogeographic patterns among different species produces much more valuable information than this generated by several independent phylogeographic studies without shared sampling locations (synergy).

· Comparative analysis of temporal genetic variability studies in sites where environmental conditions are monitored is also synergistic when several species are studied at a given site.

The objectives of GBIRM are then:

· To produce a comprehensive analysis of phylogeographic patterns based on multiple species using shared sampling locations (synergy)

· To assess the impact of different types of natural and human-mediated perturbations on marine biodiversity at different temporal and (large) spatial scales
· To share technologies and to offer training facilities, in a context of rapid technical and theoretical progress
· To improve sampling, population and phylogeographic studies of marine organisms which have vast distribution ranges

· To make data available through coordinated outreach activities
The objectives of the GBIRM’kick off meeting were:

· To precise the involvement of the institutes (formal agreement of each institute)

· To explore the best possibilities to use the money as an integration tool

· To explore the relations to MARBEF themes

· To evaluate the reciprocal benefits of relations with other "genetics RMPs" and with those which are not using genetics

· To make possible a European wide scale sampling

· To explore the best ways to obtain complementary funds

Members of MARBEF and associated partners attending the meeting are listed in the table below. 18 institutes out of the 21 that declared to be interested by GBIRM paid the fee and were registered. 17 were finally represented at the meeting. The 3 other institutes (Netherlands Institute for Fisheries Research [31], University of Amsterdam [37] and Marine Biological Association of UK [43]) did not give any comment neither join the meeting.
	1
	NIE
	(NL)
	Netherlands Institute of Ecology

	4
	UIB
	(ESP)
	Instituto Mediterraneo de Estudios Avanzados

	6
	SZN
	(ITA)
	Stazione Zoologica Anton Dohrn

	14
	AWI
	(GER)
	Alfred-Wegener-Institut für Polar- und Meeresforschung

	17
	MBS-NIB
	(SLO)
	National Institute of Biology

	18
	DIFRES
	(DK)
	Danish Institute for Fisheries Resarch

	19
	IOW
	(GER)
	Institut für Ostseeforschung Warnemünde

	21
	UG
	(BEL)
	Universiteit Ghent

	25
	IFM-GEOMAR
	(GER)
	Leibniz-Institut für Meereswissenschaften

	26
	RUG
	(NL) 
	University of Groningen

	32
	CIIMAR
	(PT)
	Centre for Marine and Environmental Research

	35
	IFREMER
	(FRA)
	Institut Français de Recherche pour l'Exploitation de la Mer

	39
	IO UG
	(POL)
	University of Gdansk

	42
	HCMR
	(GR)
	Hellenic Centre for Marine Research

	44a
	CNRS-DIMAR
	(FRA)
	Centre d’Océanologie de Marseille

	44c
	CNRS-SBR
	(FRA)
	Station Biologique de Roscoff

	46
	UGOT
	(GER)
	Göteborg University

	50
	UWB-SOS
	(UK)
	University of Wales (no view but registered and excused)

	
	Associated partners
	
	

	Y
	
	(FRA)
	Université de La Rochelle


Summary of what has been achieved during the kick off meeting: 

A questionnaire was sent before the kick-off meeting to the participants in order to analyse what people expected from the GBIRM RMP and to collate ideas (managed by K. Gérard). 

(1) First, we analysed the answers (this was relatively easy since no strong contradictions appeared among members). 

(2) Then we discussed the detail of the tasks and workshop as they appeared in the RMP description and some small changes were decided. 

(3) We then attempted to rank the candidate species, by order of importance: the criteria were discussed and we separated into three groups, macrophytes, fishes, and invertebrates to produce a draft list. 

(4) We discussed the possible relationships between GBIRM and other RMPs (or WP), precising what we expect from them and what they may benefit from us. We defined a person from GBIRM who would be in charge of contacting/explaining this to each of these interesting RMPs. 

(5) We then discussed how to obtain the samples (main expectancy of members) and how to use the money. 

(6) We defined the homework to be performed by all GBIRM members to prepare the next and more operational step.

1) Conclusions drawn from the answers of the questionnaire

· There is a need of large scale sampling for collecting new data and to further new research. This was considered as an integrative action.

· There is a need for co-analysis of our data

· No clear consensus about post-docs and the means to implement a co-analysis of  the data (though we agree about common sampling sites)

· The idea of tissue library implementation for future large scale genetic monitoring programs (beyond MARBEF for 7th PCRD) was well appreciated. This will be rediscussed

2) Modification in the GBIRM tasks and Workshop list

· It was decided to speed up the “selection of species” process, initially scheduled at month 26-27, i.e. spring 2006. We started to make a draft of selected species during the meeting, but this will be re-worked before the end of 2005 (see point 3 for the criteria and the result of our first selection), probably by Emails exchanges among GBIRM members. However, we did not decide a deadline to define a definitive species list before spring 2006, date at which we will define the sampling scheme (month 27) during WS1. 

· It was decided to invite paleogeographers at our first meeting, instead of “after having gathered phylogeographic data”, as initially scheduled. This was decided to benefit of their help for selecting the sites of common sampling effort (WS1, april 2006 in Faro, Portugal).

· Sylvie Lapègue will be our contact person with theme 3 (she is already involved with them).

· To save time and money, we will combine WS2 and WS4: Topics previously in WS4 (theoretical analyses of genetic/phylogeographic data) will be advanced and appended to WS2 (presentation of results from “individual” species phylogeographical studies). This WS2 will also be a half-course meeting, and used to make a technical evaluation of the functioning of the RMP.

· We decided where the 3 next WS will be held: Faro, Tjarnö, and Crete.

· The new version of the RMP description (list of tasks, deliverables, Gantt chart) will be uploaded on the MARBEF website.

3) Tentative ranking of candidate species by importance level for GBIRM

This selection is not definitive. Furthermore, this does not mean that non-selected species will not benefit from G-birm, they may stay in the course for exchange of samples among partners or for the putative future tissue library (a project which was very much appreciated according to the answers of the questionnaire, but which we did not discuss in detail, we did not dedicate a session for this). This selection aims to define the species which are more likely to provide data suitable to be part of a co-phylogeographic analysis before the end of MARBEF, so preferred species were those with relatively wide distribution ranges and habitats not too difficult to sample and identify, and for which genetic markers were available… We met by taxonomic group (Invertebrates, Macrophytes and Fish) to make a draft species selection. Criteria such as invasiveness were also considered. 

Note: the list is only an indication, there may be errors particularly since the researchers working on some species were not present to explain whether genetic markers were available. In particular, the criterion of “wide distribution” leads to the elimination of important species which are not widespread in the Atlantic and should not be considered as mandatory in the future.

For practical reasons only, three lists will be published after checking:

- Macrophytes (Jeanine Olsen)

- Invertebrates (Jean-Pierre Féral)

- Fish (Reinhold Hanel)

4) Relations with other RMPs

An analysis of other RMPs was performed in order to identify potential collaboration with GBIRM (mutual interest in general).

Participants of GBIRM agreed to contact those RMPs, to explain what we do in GBIRM and how we may collaborate (often, we need samples from them, from monitored sites …). The list of species
 together with an explanatory text should be given to these RMPs to clarify the possible interactions between each RMP and GBIRM. A similar action is done for the NoE MARINE GENOMICS-Europe.

RMPs





GBIRM person in charge of contacting them

LARGENET 




Herman Hummel

DEEPsets 




Nicole Boury-Esnault

Progagation and Settlement… 

Thierry Comtet

Soft bottom macrobenthic community 
Carl André

FisH





Reinhold Hanel

Marplan 




Gabriele Procaccini

Mareco (deep atlantic ridge)

Reinhold Hanel

Arcteco (if something happen)

Jean-Pierre Féral

Biofuse 




Sophie Arnaud

NoE

MARINE GENOMICS-Europe

Janine Olsen

5) How to obtain samples? How to use the money?

It was agreed to give most of the MARBEF-GBIRM funds for mini-cruises in a few regions to fill the gaps in our phylogeographic coverage for selected species (high effort) and if possible any species putatively interesting GBIRM members and collected during the cruise.

There was a short discussion on the input by institutes that promised only a small amount of money. It was decided they will have a lower right on determining the direction of work.

We did not eliminate the idea of using the funds to partial funding of shared post-docs or even a part of PhD, to help obtaining more funds from national sources. MARBEF money may also be a complement to national funds obtained but not covering all the needs (Maciej Wolowicz is interested and will study this possibility from the EU side).

6) Immediate tasks

GBIRM participants who did not already do it should send us back the questionnaire which was send in spring 2004, about biological data on their candidate species and genetic markers (probable original name: questionnaire genetics responsive mode.xls), and a photo of their species to Anne Chenuil <chenuil@com.univ-mrs.fr>. 

DIMAR will send a map of Europe to each partner.

Partners should send back the map for each species, precising using defined common symbols sites already sampled, and sites where samples are needed.

Information will be gathered by DIMAR into a database (before the end of 2005) which will be then hosted on the MARBEF website.

Directory of institutes where genetic studies are performed in marine species will be published (task: DIMAR and Sophie Arnaud). 


List of participants:

	1
	NIE
	(NL)
	Herman HUMMEL

	4
	UIB
	(ESP)
	Alejandro ROSENFELD, Sophie ARNAUD-HAOND

	6
	SZN
	(ITA)
	Gabriele PROCACCINI

	14
	AWI
	(GER)
	Sabine JACOBSEN

	17
	MBS-NIB
	(SLO)
	Alenka MALEJ, Andreja RAMSAK

	18
	DIFRES
	(DK)
	Dorte BEKKEVOLD

	19
	IOW
	(GER)
	Jens FRANKOWSKI

	21
	UG
	(BEL)
	Tom MOENS, Thomas REMERIE

	25
	IFM-GEOMAR
	(GER)
	Reinhold HANEL

	26
	RUG
	(NL) 
	James COYER, Jeanine OLSEN, Wytze STAM, Andreas ZIPPERLE

	32
	CIIMAR
	(PT)
	Filipe ALBERTO, Onno DIEKMANN

	35
	IFREMER
	(FRA)
	Sylvie LAPEGUE

	39
	IO UG
	(POL)
	Maciej WOLOWICZ

	42
	HCMR
	(GR)
	Costas S. TSIGENOPOULOS  

	44a
	CNRS-DIMAR
	(FRA)
	Jean-Pierre FERAL, Anne CHENUIL, Didier AURELLE, Karin GERARD

	44c
	CNRS-SBR
	(FRA)
	Thierry COMTET

	46
	UGOT
	(SWE)
	Carl ANDRE

	
	Associated partners
	
	

	Y
	Univ. La Rochelle 
	(FRA)
	Pascale GARCIA-MEUNIER








� maybe not restricted to our pre-selected species, since the fact to interest another RMP may be a good point for selection a species
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